STIC Biotechnology Systems Branch 



RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 



Application Serial Number: 
Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION AND PATENTIN SOFTWARE QUESTIONS, PLEASE CONTACT 
MARK SPENCER, TELEPHONE: 571-272-2510; FAX: 571-273-0221 



TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 4,4,0 PROGRAM. ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http://wivw.uspto.gov/web/offices/pacychecker/ch^ 



Applicants submitting genetic sequence information electronically on diskette or CD*Rom should be aware that there is 

a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail 

Please consider using alternate methods of submission for the disk/CD»Rom or replacement disk/CD-Rom. 

Any reply including a sequence listing in electronic form should NOT be sent to the 2023 1 zip code address for thfi 

United States Patent and Trademark Offic e, and instead should be sent via the following to the indicated addresyg: 

1. EFS*Bio (<httDt//www.usDto.gov/ebc/efs/dowploads/docuincnts,htiii> > EPS Submission 

User Manual -ePAVE) 

2. U.S. Postal Service: Conunissioner for Patents, P.O. Box 1450, Alexandria, VA 22313-1450 

3. Hand Carry, Federal Express, Uoited Parcel Service, or other delivery service (EFFECTIVE 01/14/05): 

U.S. Patent and Trademark Office, Mail Stop Sequence, Customer Whidow, Randolph Buildmg, 401 Dulany Street, 
Alexandria, V A 22314 

Revised 01/10/06 



Raw Sequence Listing Error Snmmary 



FHPOR DETECTED SUCqgSHIED CQRRECTipN SERUL NUMBER: . lO/^ S^^/ 5^ 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARC 
I 



Wrapped Nuclcics The number/text at the end of each line "wrapped" down to the next line. This may occur if your file 
^Wrapped Aminos was retrieved in a word processor after creating it Please adjust your righl margin to 3; this will 
prevent 'Svrapping.** 

2 I nvalid Line Length The rules require that a line not exceed 72 characien hi length. This includes while spaces. 

3 Misaligned Amino The numbering under each 5^ amino add is misaligned. Do not use tab codes between numbeis; 

Numbering use space characters, instead. 

4 ^Non-ASCII The submitted file was not saved m ASCII(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submis^o is saved in ASCII text 

5 V ariable Length Seauenccfs ^ c ontain n*s or Xaa*s rcpresentmg more than one residue. Per Sequence Rules, 
each a or Xaa ean only represent a single residue. Please present the naximnn number of each 
lesldue having variable length and indicate hi the <220>^<223> section that some be missing. 

6 ^Patentln 2.0 A "bug- in Patcntln version 2.0 has caused the <220>-<223> section to be missuig from amino acid 

«bu^ sequcnccs(s) . Nomially, Patenlln would automaticaily generate this section from the 

previously coded nucleic acid sequence. Please manually cc^ the relevant <220>'<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>^23> sections for 
Artificial or Unknown sequences. 

7 ^supped Sequences Sequence(s) missing. Ifintentional^ please insert the following lines tor each sk^ped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO wheie "X" is shown) 

0) SEQUENCE C:HARACTER]SnCS: (Do not insert ai^ subheadings under this heading) 
(XI) SEQUENCE DESCRIPTIONzSEQ ID NO:X: (insert SEQ IDNO where "X** is shown) 
This sequence is intentionally skipped 

Please also adjust the "(ii) NUMBER OF SEQUENCES:** response to inchide the skipped sequences. 

8 ^Skipped Sequences Sequcnce(s) missing. If intentional, please Insert the following lines for each skipped sequence. 

(NEW RULES) <210> sequence id number 
<400> sequence id number 
000 

9 ^Use of n's or Xaa*s Use of n's amUor Xaa's have been detected in the Sequence Listing. 

(NEWRULES) Per 1.g23 of Sequence Rules^ use of <220>-<223> is MANDATORY Ifn's or Xaa*s are present 

In <220> to '^23> sectiiMR, please explain location of n or Xaa, and which residue a or Xaa represents. 



10 




II 



Jnvalid<2l3> 
Response 



Useof<220> 



Per I .S23 of Sequence Rules, the only valid <2 1 3> responses are: Unknown, Artificial Sequence, m- 
scientific name (Genus/species). <220>*<223> section is required when <l\y> response is Unknown or 
is Artificial Sequence, (see item 1 1 below) 

S e q MonceCo) mm\\ \ % Uic «220» "rtaiui ^* m\ aSMJUdlul uumcr io idemifiuj and itjpuiut5 .„yafc 

of <220> to <223> is MANDATORY If <2 13> **Organism" response is "Artificial Sequen ce" or "Unk nown." 

~ callys 



Please explain source of genetic material in <220> to <223> section or use "<^cmically synthesized" as 

8. Vol 63. No. 104, pp. 2^31-32), also Sec L«ii ol " 



1 2 P alentln ZO Please do not use "Copy to Disk** function of Patcntln version 2.0. This causes a corrupted file, 
**bug" resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 

listing). Instead, please use "File Manager" or any other manual means to copy file to floppy disk. 

1 3 Misuse of n/Xaa "n** can only represent a single nucleotide : "Xaa** can only represent a single amino acid 

AMC - STIC Systems Branch -03)02/06 



H00018686.002 



4 



Page 1 of 7 




XFIVP 



RAW SBQUBHCB LXSTXHO DATS: 06/20/2006 

PATENT APPLICATION: O8/10/551«300 TIME: X2:03:24 



Input Set : B:\SEQLIST.TXT 

Output Set: M:\CRP4\06202006\J551300.raw 

4 <110> APPXiICAMT: Trotta, Christopher R. 

6 <120> TITLE OP INVENTION: TARGETING ENZYMES OF THE tRNA SPLICING 

7 PATHWAY FOR IDENTIFICATION OF ANTI-FONGAL AND/OR 

8 ANTI- PROLIFERATIVE MOLBCDLBS 
10 <130> FILE REFERENCE: 10589-034-999 

C— > 12 <140> CURRENT APPLICATION NUMBERS IJS/10/551«300 
C--> 13 <141> CURRENT FILZm DATS: 2005-09-27 

15 <150> PRIOR APPLICATION NUMBER: PCT/US2004/009590 

16 <151> PRIOR FILING DATS: 2004-03-26 

18 <150> PRIOR APPLICATION NUMBER; 60/458,067 

19 <151> PRIOR FILING DATE: 2003-03-27 
21 <160> NUMBER OF SEQ ID NOS: 4 

23 <170> SOFTWARE: FastSEQ for Hindoifs Version 4.0 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 465 

27 <212>' TYPE: PRT 

28 <213> ORGANISM: Homo sapiens 

30 <220> FEATURE: 

31 <223> OTHER INFORMATION: HsSen2p 

33 <400> SEQUENCE: 1 

34 Met Ala Glu Ala Val Phe His Ala Pro Lys Arg Lys Arg Arg Val Tyr 

35 1 5 10 15 

36 Glu Thr Tyr Glu Ser Pro Leu Pro lie Pro Phe Gly Gin Asp His Gly 

37 20 25 30 

38 Pro Leu Lys Glu Phe Lys lie Phe Arg Ala Glu Met lie Asn Aan Asn 

39 35 40 45 

40 Val He Val Arg Asn Ala Glu Asp He Glu Gin Leu Tyr Gly Lys Gly 

41 50 55 60 

42 Tyr Phe Gly Lys Gly He Leu Ser Arg Ser Arg Pro Ser Phe Thr He 

43 65 70 75 80 

44 Ser Asp Pro Lys Leu Val Ala Lys Trp Lys Asp Met Lys Thr Asn Met 

45 85 90 95 

46 Pro He He Thr Ser Lys Arg Tyr Gin His Ser Val Glu Trp Ala Ala 

47 100 105 110 

48 Glu Leu Met Arg Arg Gin Gly Gin Asp Glu Ser Thr Val Arg Arg He 

49 115 120 125 

50 Leu Lys Asp Tyr Thr Lys Pro Leu Glu His Pro Pro Val Lys Arg Asn 

51 130 135 140 

52 Glu Glu Ala Gin Val His Asp Lys Leu Asn Ser Gly Met Val Ser Asn 

53 145 150 155 160 

54 Met Glu Gly Thr Ala Gly Gly Glu Arg Pro Ser Val Val Asn Gly Asp 

55 165 170 175 

56 Ser Gly Lys Ser Gly Gly Val Gly Asp Pro Arg Glu Pro Leu Gly Cys 



Does Not Comply 
CoriBCled Diskette Needed 



fi]ey/C:\CRF4\Outfaold\VsrJSS1300.htiii 



6/20^2006 
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RMf 8SQ0BNCB U8TZHO DATB: 06/20/2006 

PATENT APPLICATION: IIS/10/551,300 TIMB: 12:03:24 



Input Set : BsVSBQLZST.TZT 

Output Set: Ms\CRP4\062020G6\JS51300»raw 







160 






' 185 






190 




58 Leu 


Gin 


Glu Gly 


Ser 


Glv Cys 


His Pro 


Thr Thr Glu 


Ser 


Phe 


Glu Lys 






195 






200 




205 








Val 


ftyg Glu 


Asp 


Ala Ser* 


Pro Leu 


Pro His Val 


Cvs 


Cys 


Cys Lys 




510 

A XV 






215 




220 








62 Gin 


Asp 


Ale Leu 


He 


Leu Gin 


AxQ Glv 


Leu His His 


Glu 


Asp 


Gly Ser 








230 




235 






240 




His 


He Gly 


Leu 


Leu His 


Pro Gly 


AsD Arci Glv 


Pro 


ASD 


His Glu 














250 






255 


DO ly* 


Val 




Glu 


Glu Ala 


Glu Cys 


Ala Met Ser 


Glu 


Aro 


Glu Ala 


o7 
















270 












Va 1 


Gin Arg 


Asn Iksra T>^u 


He 


Cys 


Arg Arg 


o9 




















70 Asn 


PfO 


Tyr Arg 


Tie 






Gin 




Glu 


Glu Ala 


71 




















72 Fne 


irne 


JjeU VclA 


Tyr 




Al mr Ova 

*»xy wys 


Tacni 4ai* Tl A 
AJOU 9C£ XXO 


*y* 


*yr 




73 305 












«SX9 






ion 


74 vXU 


fro 


I^u Tiiir 




Val Tata 


Aieu xxp 


uy9 AXci irae 


XOJb 


Val 

V«IX 


VaI Gin 


75 




















70 


Tnir 


pne iurg 


Ttir 


jirnr Jiyx^ 




XjfX^ nXB Ajf* 


IrXlC 






77 




340 
















78 Gly 


Tip 


Val Pro 


Lys 


val Gly 


lieu Lys 


Tyr Gly Thr 


Asp 


Leu 


Leu Leu 


79 




355 






360 




365 






80 Tyr 


Arg 


Lys Gly 


Pro 


Pro Phe 


Tyr His 


Ala Ser Tyr 


Ser 


Val 


He He 


81 


370 






375 




380 








82 Glu 


Leu 


Val Asp 


Asp 


His Phe 


Glu Gly 


Ser Leu Arg 


Arg 


Pro 


Leu Ser 


83 385 








390 




395 






400 


84 Txp 


Lys 


Ser Leu 


Ala 


Ala Leu 


Ser Arg 


Val Ser Val 


Asn 


Val 


Ser Lys 


85 






405 






410 






415 


86 Glu 


Leu 


Met Leu 


Cys 


Tyr Leu 


He Lys 


Pro Ser Thr 


Met 


Thr 


Asp Lys 


87 




420 






425 






430 




88 Glu 


Met 


Glu Ser 


Pro 


Glu Cys 


Met Lys 


Arg He Lys 


Val 


Gin 


Glu Val 


89 




435 






440 




445 






90 He 


Leu 


Ser Arg 


Trp 


Val Ser 


Ser Arg 


Glu Arg Ser 


Asp 


Gin 


Asp Asp 


91 


450 






455 




460 









92 Leu 

93 465 

96 <210> SEQ ID HO: 2 

97 <211> LENGTH: 448 

98 <212> TYPE: PRT 

99 <213> ORGANISM: Hono sapiens 

101 <220> PBATPRB: 

102 <223> OTHSR INFORMATION: H6Sen2 variant 

104 <400> SBQOENCB: 2 

105 Met Ala Glu Ala Val Phe Bis Ala Pro Lys Arg Lys Arg Arg Val Tyr 

106 15 10 15 

107 Glu Thr Tyr Glu Ser Pro Leu Pro He Pro Phe Gly Gin Asp His Gly 

108 20 25 30 

109 Pro Leu Lys Glu Phe Lys He Phe Arg Ala Glu Met He Asn Asn Asn 



file://C:\CRF4\Outhold\VsrJSS1300Jitin 6/20/20Q6 
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RAM SBQUBRCB LXSTXHO DATB: 06/20/2006 

PATENT APPLICATION: US/10/551,300 TIMBs 12:03:24 



Input Set : Bs\SBQLI8T.T3CT 

Output Set: HACItF4\06202006\J551300.raw 







35 








40 










45 








lit 


VaI 


He Val Arg 


Asn 


Ala 


Glu 


Asp 


He 


Glu 


Gin 


Leu 


Tyr 
• * ~ 


Gly 


Lys 


Gly 


119 
HZ 










55 










60 










111 




Pbe 6lv Lvs 




He 


Leu 


Ser 


Arg 


Ser 


Arg 


Pro 


Ser 


Phe 


Thr 


He 


114 


£ C 






70 










75 










80 


lie 

ll3 


S6ir 


Dt^A T^vtt 
riv* jLtyo 


I#eu 


Val 


Ala 


Lvs 


Tro 


Lvs 


Asx> 


Met 


Lvs 


Thr 


Asn 


Met 


Ho 




09 










90 










95 




111 
11 # 




TIa Tl^ Thr* 
XXt? AXUk 




Lys 


/»X*J 


Tvx 


Gin 


His 


Ser 


Val 


Glu 


Trp 


Ala 


Ala 


118 




1 nn 

XU V 










105 










110 






119 


61U 


Leu Met Ar9 


Arg 


vrxn 


i»xy 


Gin 


Asp 


Glu 


Ser 


Thr 


Val 


Ara 


Aro 


He 


120 




lie 

XX9 








120 










125 








121 


lieu 


jiys Jtsp xy^ 


xux 


Ujf 0 


Pro 


Leu 


Glu 


His 


Pro 


Pro 


Val 


Lvs 


Arp 


Asn 


122 




1 t A 

13v 






X<99 










140 










123 


Olu 


Al «« &1 m m n 

VlU AXtt VXXl 


VmI 
VAX 


fixer 


Asp 


Lys 






Ser 


Glv 


Met 


Val 


Ser 


Asn 


124 


VAC 

145 






1 en 

13 w 




















160 


125 


Met 


oiu Giy Tnr 


&1 o 

Aia 


uiy 


Giy 


vxu 


Arg 


rxu 


flair 


Val 


Val 




Glv 




126 




lOD 








1 f A 
1 /U 










175 




127 


Ser 


Giy xiye ber 


r*1 %» 

Giy 


eiy 


veu 


vxy 


Asp 


1>yvi 


Arg 


>9XU 




Leu 


Glv 




12$ 




180 










1 AC 
lt>9 










1 Qn 

X9w 






129 


Leu 


Gin Glu Gly 


Ser 


Al •* 

oiy 


cys 


lilS 


rro 


Tnr 


^^r 


urXU 


Qai* 

oer 


cmcs 


131 11 

wXU 




130 




195 








2UW 


















131 


Ser 


Val AJrg Giu 


ASp 


Aia 


Ser 


fro 


i«eu 


Irx V 


via 
nxo 


Val 






Cvs 




132 




210 






219 




















133 


Gin 


ABp Ala lieu 


T1 A 

lie 


xieu 


fit n 


Arg 


*»iy 




His 


His 


Glu 


Asn 
«tap 


Glv 


Ser 


134 


225 














^ J3 












^ ■a c 


/«1m 

vin 


Tia 

nis lie viy 


weu 


JUBU 


«1XB 


IrXO 


Glv 


Asp 




Glv 
vxx 


Pro 


Asp 


His 


Glu 


136 






245 




















255 




1 'it 
137 


Tyt 


Val JjSu VBX 


VXU 




Ala 
nXd 


Gill 

wXU 


Cva 


Ala 


Met 


Ser 


Glu 


Ara 


Glu 


Ala 


l3o 






















270 






137 


Ala 


IrZ^O ASu UXu 


Alt! 


UBU 


Val 


Gin 


Ara 


Asn 




Leu 


He 


Cvs 


Aro 


Ara 


i»o 












280 










285 








14X 


Asn 


'Pi#^ 
fiCJ *y* ■Miy 


A XC 


It 4 its 


Glu 




ZiSu 


Gin 


Leu 


Ser 


Leu 


Glu 


Glu 


Glu 


1 AO 

14^ 




















300 










1 




T^it TTo 
IJtSV* AK&X JLXB 


Val 


Lys 


Leu 


Tm 

xxp 


Lys 


Ala 


Phe 


Thr 


Val 


Val 


Gin 


Pro 


1 AA 








310 










315 










320 


145 


Thr 


Phe Arg Thr 


Thr 


Tyr 


Met 


Ala 


Tyr 


His 


Tyr 


Phe 


Arg 


Ser 


Lys 


Gly 


146 






325 










330 










335 




147 


Trp 


Val Pro Lys 


Val 


Gly 


Leu 


Lys 


Tyr 


Gly 


Thr 


Asp 


Leu 


Leu 


Leu 


Tyr 


148 




340 










345 










350 






149 


Ars 


Lys Gly Pro 


Pro 


Phe 


Tyr 


His 


Ala 


Ser 


Tyr 


Ser 


Val 


He 


He 


Glu 


150 




355 








360 










365 








151 


Leu 


Val Asp Asp 


His 


Phe 


Glu 


Gly 


Ser 


Leu 


Arg 


Arg 


Pro 


Leu 


Ser 


Trp 


152 




370 






375 










380 










153 


Lys 


Ser Leu Ala 


Ala 


Leu 


Ser 


Arg 


Val 


Ser 


Val 


Asn 


Val 


Ser 


Lys 


Glu 


154 


385 






390 










395 










400 


155 


Leu 


Met Leu Cys 


Tyr 


Leu 


He 


Lys 


Pro 


Ser 


Thr 


Met 


Thr 


Asp 


Lys 


Glu 


156 






405 










410 










415 




157 


Met 


Glu Ser Pro 


Glu 


Cys 


Met 


Lys 


Arg 


He 


Lys 


Val 


Gin 


Glu 


val 


He 


158 




420 










425 










430 







fiIe:/yC:\CRF4\Oiithold\VsrJSS1300.htin 



RAW SBQUBNCB USTZHO DATE: 06/20/2006 

PATENT APPLICATION: 08/10/551,300 TIME: 12:03:24 



Input Set : Bt\SBQLI8T*TXT 

Output Set: lls\CRF4\06202006\J5S1300«raw 



1 CO 


Leu Ser Arg Trp Val Ser Ser Arg Glu Arg Ser Aep 


Gin Asp Asp Leu 






435 










440 








445 




<210> SEQ 10 HO: 


i 3 
















i 1!^ 

Xp4 


<211> LEHGTEt; 377 


















<212> TYPE: 


PRT 


















xob 


<213> ORGANISM: 


Saccharotnyces cerevisiae 




1 £a 
Xoo 


<220> FEATURE: 




















<223> OTHER 


INFORMATION: 


; Sc 


sen2p 








171 


<400> SEQUENCE: 


3 
















172 


Met Ser 


Lys 


Gly 


Arg 


Val 


Asn 


Gin 


Lys 


Arg 


Tyr Lys 


Tyr Pro Leu Pro 


173 


1 






5 










10 




15 


XT4 


He His 


Pro 


Val 


Asp 


Asp 


Leu 


Pro 


Glu 


Leu 


He Leu 


His Asn Pro Leu 


175 






20 










25 






30 


X7o 


Ser Trp 


Leu 


Tyr 


Trp 


Ala 


Tyr 


Arg 


Tyr 


Tyr 


Lys Ser 


Thr Asn Ala Leu 


<« «««« 
177 




35 










40 








45 


178 


Asn Asp 


Lys 


Val 


His 


Val 


Asp 


Phe 


He 


Gly 


Asp Thr 


7hir Leu His He 

MM^m9 


179 


50 










55 








60 




180 


Thr val 


Gin 


Asp 


Asp 


Lys 


Gin 


Met 


Leu 


Tyr 


Leu Trp 


Afin. Asn Glv Phe 


181 


65 








70 










75 


80 


182 


Phe Gly 


Thr 


Gly 


Gin 


Phe 


Ser 


Arg 


Ser 


Glu 


Pro Thr 


t<vs Ala. Ava 

tdjO ^VAA 


183 






85 ' 










90 






184 


Thr Olu 


Ala 


Arg 


Leu 


Gly 


Leu 


Asn 


Asp 


Thr 


Pro Leu 


il4a Asn. Atct dv 

CaAB f%0*A ^m^Jf 


185 


** 




100 










105 






110 


186 


Gly Thr 


Lys 


Ser 


Asn 


Thr 


Glu 


Thr 


Glu 


Met 


Thr Leu 


nlii T^vfi Val TImt 


187 


115 










120 








125 


188 


Gin Gin 


Arg 


Arg 


Leu 


Gin 


Arg 


Leu 


Glu 


Phe 


Lys Lys 


filti Jira Ala Lvs 

VXU mmJ9 


189 


130 










135 








140 




190 


Leu Glu 


Arg 


Glu 


Leu 


Leu 


Glu 


Leu 


Arg 


Lys 


Lys Gly 


61 V His He Aso 

^SAjf 


191 


145 








150 










155 


160 


±72 


Glu Glu 


Asn 


He 


Leu 


Leu 


Glu 


Lys 


Gin 


Arg 


Glu Ser 


Leu Arg Lys Phe 


X93 








165 










170 




175 


1 OA 


Lys Leu 


Lys 


Gin 


Thr 


Glu 


Asp 


Val 


Gly 


He 


Val Ala 


Gin Gin Gin Asp 


1 oc 


180 










185 






190 


X70 


He Ser 


Glu 


Ser 


Asn 


Leu 


Arg 


Asp 


Glu 


Asp 


Asn Asn 


Leu Leu Asp Glu 


xy r 




195 










200 








205 


198 


Asn Gly 


Asp 


Leu 


Leu 


Pro 


Leu 


Glu 


Ser 


Leu 


Glu Leu 


Met Pro val Glu 


199 


210 










215 








220 




200 


Ala Met 


Phe 


Leu 


Thr 


Phe 


Ala 


Leu 


Pro 


val 


Leu Asp 


He ser Pro Ala 


201 


225 








230 










235 


240 


202 


Cys Leu 


Ala 


Gly 


Lys 


Leu 


Phe 


Gin 


Phe 


Asp 


Ala Lys 


Tyr Lys Asp He 


203 






245 










250 




255 


204 


His ser 


Phe 


Val 


Arg 


Ser 


Tyr 


Val 


He 


Tyr 


His His 


Tyr Arg Ser His 


205 






260 










265 






270 


206 


Gly Trp 


Cys 


val 


Arg 


Ser 


Gly 


He 


Lys 


Phe 


Gly Cys 


Asp Tyr Leu Leu 


207 




275 










280 








285 


208 


Tyr Lys 


Arg 


Gly 


Pro 


Pro 


Phe 


Gin 


His 


Ala 


Glu Phe 


Cys Val Met Gly 


209 


290 










295 








300 




210 


X<eu Asp 


His 


Asp 


Val 


Ser 


Lys 


Asp 


Tyr 


Thr 


Trp Tyr 


Ser Ser He Ala 


211 


305 








310 










315 


320 
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Pages of 7 



RMI SBQOBNCB USTZNO DATS: 06/20/2006 

PATENT APPLICATIONi 1I8/10/55X.300 TIMB: 12:03:24 

Input Set : Bs\SSQLIST*TXT 

Output Set: N:\CRF4 \06202006\J551300.r&w 

212 Arg Val Val Gly Gly Ala Lys Lys Tlir Phe Val Leu Cys Tyr Val Glu 

213 325 330 335 

214 ATS X^u He Ser Glu Gin Glu Ala tie Ala Leu Trp Lys Ser Asn Asn 

215 340 345 350 

216 Phe Tfar Lys Leu Phe Asn Ser Phe Gin Val Gly Glu Val Leu Tyr Lys 

217 355 360 365 

218 Arg Trp Val Pro Gly Arg Asn Arg Asp 

219 370 375 

222 <210> SEQ ID NO: 4 

223 <211> LENGTH; 5 

224 <2X2> TYPE: PRT 

225 <2X3> ORGANISM: Artificial Sequence * a A ^ A0 ' 
221 <220> FEATURE: >^ — ^ M ^oJUa l<iJ^^^^^^^^^ 
228 <223> OTHER INPORMATIOMs^Motif J ^/^ ^Y\^^^^^^ S O 



230 <400> SBQUSNCB: 4 

231 Tyr Arg Gly Gly Tyr 

232 1 



fi]e7/C:\CRF4\OutholdVVsrJ551300.htm d/2Q/2006 



H00018686.002 
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VBiaPXCATZON SXnaOMC DATB: 06/20/2006 

PATENT APPLICATXm: 118/10/551,300 TIMB: 12:03:25 

input Set : B«\SBQIiIST,TXT 
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